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Bifidobacterium breve
Corynebacterium variabile

Bifidobacterium longum
Bifidobacterium animalis

Chryseobacterium hispalense
Prevotella paludivivens

Bacteroides ovatus
Prevotella disiens

Sphingobacterium multivorum
Sphingobacterium faecium

Porphyromonas cangingivalis
Bacteroides gallinarum
Prevotella nanceiensis

Parabacteroides merdae
Bacteroides caccae

Prevotella scopos
Bacteroides sartorii

Bacteroides uniformis
Bulleidia extructa

Clostridium ventriculi
Staphylococcus aureus

Staphylococcus epidermidis
Paenibacillus pabuli
Clostridium tertium

Lactobacillus fermentum
Roseburia intestinalis

Lysinibacillus sp. VKM B−713
Anaerotignum propionicum

Bacillus oshimensis
Roseburia hominis

Anaerococcus hydrogenalis
Anaerococcus lactolyticus

Clostridium saccharoperbutylacetonicum
Anaerotignum neopropionicum

Clostridium moniliforme
Tissierella praeacuta

Ruminococcus lactaris
Bacillus clausii

Fusobacterium periodonticum
Gemmatimonas aurantiaca

Proteus penneri
Sphingobium yanoikuyae

Pseudomonas sp. NBRC 111135
Proteus hauseri

Aeromonas dhakensis
Pseudomonas lutea

Pseudomonas xanthomarina
Acinetobacter lwoffii

Comamonas testosteroni
Pseudomonas fluorescens

Legionella lansingensis
Providencia sneebia

Pseudomonas citronellolis
Pseudomonas resinovorans

Psychrobacter glacincola
Pseudomonas chlororaphis

Providencia stuartii
Pseudomonas composti
Campylobacter hominis

Stenotrophomonas nitritireducens
Spiroplasma culicicola
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